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Please amend the claims by replacing all prior v.rsion3 of the 
Claims pursuant to 37 C-F.R. Si. 121 as modified by 68 Fed. Reg. 
38611 (June 30, 2003) as indicated below. 

The claims are marked to show differences relative to the claims 
pending as of the January 30, 2004 final Office Action. 

1 (Currently Amended) . A method of modifying the content 
or composition, or content and composition, of a metabolite xn 
the seed of a plant comprising: 

(i) ^> . p^ c.. ^liiy xn Ui^ . L.i. d u r 111.- inr ra rin r.inq into 
plant a chimeric gene comprisin.7 a nucleotide 
sequence encoding a sunflower seed albumin protein 
placed operably in connection with a promoter 
sequence capable of conferring expression in the 
seed i..v.^r-..in nhe ^..^t o ^r i rie ■ seauen c - is ew^g^ed i jl 

-??ed; and 

(ii) determining the content or composition, or content 
and composition, of a metabolite in the seed, said 
metabolite selected from the grovip consisting of 
fatty acid, starch, soluble non-starch 
polysaccharide, insoluble noh-starch polysaccharide, 
fibre and total protein nitrogen, irmi 

(iii) s^ectittg-^ v^hPrpin the plant h^r^ iias a modified 

content cr composition, or content and composition, 
of a metabolite in the seed thereof, as compared to a 
plant in which said chimeric gene, is not expressed, 
and 

wherein the plant is wheat, oats, maize, barley, rice, 
sorghum, millet, rye, safflower, sunflower, soybean, pea, 
bean, lentil, or chicJcpea. 

2-4. (Canceled) 



PAGE 2/19 ' RCVD AT 10127/2004 1:45:42 PM [Eastern DaylightTune] ' SVR:USPTO-EFXRF-1IO ' DNIS:8729306 * CSID:^2123910S26 ' DURATION (mm^liOS-OO 



391 052S T-279 P-003/Oifi F-225 



5. (Previously prerjented) The method according to claim 1 
wherein the total protein nitrogen content is increased. 

6. (Previously presented) The method according to claim 1 
wherein the fibre content or composition is modified. 

7. (Canceled) 

8. (Previously presented) The method according to claim 1 
wherein the fatty acid content is increased or decreased . 

9-13. (Canceled) 

14- (Previously presented)' The method according to claim 1 
wherein the plant is a dicotyledonous plant. 

15. (Previously presented) The method according ro claim 14 
wherein the dicotyledonous plant is a pea or chickpea 
plant , 

16- (Previously presented) The method according to claim 1 
wherein the promoter sequence compris^is the pea vicllin 
gene promoter sequence. 

17. (Previously presented) The method accocding to claim 1 
wherein the plant is a monocotyledonous plant. 

18, (Original) The method according to cla;.m 17 wherein the 
monocotyledonous plant is a rice plant. 

19- (Previously presented) The method according to claim 1 
wherein the promoter eompri&e& — cr seoue.ice is a Trltlcum 
aestivmn HMW glutenin promoter sequence, 

20- (Previously presented) The method according to claim 1 
furrher comprising the first steps of: 
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(i) introducing the chimeric gene into a plant cell, 
tissue^ organ or whole organism; and 

(ii) regenerating an inract plant therefrom. 

21. (Currently Amended) A method of increasing the total protein 
nitrogen content of <}eeds of a plants said method comprising 

{ i ) expreiiJ^iny iix — tttts — sc ? eda — — the int .roducina into a 
plane a chimeric gene comprising a nucleotide sequence 
encoding a sunflower seed albumin protein placed 
operably in connection with a piomoter sequence 
capable of conferring expression in said the seeds^ 
said nucleotide sequence also positioned upstream of 
a transcription termination sequer.ce wherein the 
nucleotide seq uence is expressed in the seeds ; and 
(ii) determining the content of total prcjtein nitrogen in 
the seeds; and 

XiliJL ^el g ictlng a wherein the plant hav - im^j has an increased 
total protein nitrogen content in th€: seeds thereof as 
compared to rhe seeds of a plant which does not: 
express the chimeric gene, and 

wherein the plant is wheats oats, maize^ barley, rice, 
sorghum, millet, rye, saf flower, sunflower, soybean, pea, 
bean, lentil, or chickpea • 

22. (Original) The method according ro claim 21 wherein the 
promoter sequence is the pea vicilin gen^j promoter and the 
plant is a dicotyledonous plant, 

23. (Original) The method according to claim 21 wherein the 
chlmeriii - ye:i ^ e furthex: uompxiae^ promoter g.eouence is the pea 
vicilin gene promoter sequence and che transcription 
termination sequence is a vicilin a enc^ transcription 
terminator sequence . 

24. (Previously presented) The method acco::ding to claim 22 
wherein the plant is pea or chickpea. 
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25 (Original) The method according to clai-^ 21 wherein the 
promoter sequence is a wheat HMW glutenin gene promoter and 
the plant is a monocotyledonous plant. 

26 (Original) The method according to claif. 21 wherein the 
c hxiu u ^i^ LjUlu iuiLh.i o.mi .i.i •■ T- a£°moter_ ^Qqt^ence the 
wheat HMW glutenin gene promoter and/or ilm 
.........r>tion ^^^m^r-^- ..auence NOJ: transcription 

terminator sequence. 

27. (Previously presented) The method according to claim 25 
wherein the plant is a rice plant. 

28 (Currently Amended) A method of increasing or decreasing 
fatty acid content of seeds of a plant, said method 
comprising: 

(i) ^t^^^^^luq iu Lhu . o eds ^£ -.aid illtroducina_^Ii£S_a 
plant a chimeric gene that comprises a structural 
gene sequence encoding sunflower seed albumin (SSA) 
placed upstream of a transcription termination 
sequence and operably in connectior. with a promoter 
sequence capable of conferring expression on said 
structural gene in the seeds whe^g . j.n the nvicleotid e 
QA qiience . }, ," >^xnres^<=>H in the seeds; a.Q^f 
(ii) determining the content of a fatty .»cid in the seed; 

■Hii-) 9^1e^.tin g-s ..^h^rp.in the plant tevtmj hSM. increased or 

decreased content of the fatty acid in the seeds 
thereof as compared to the seeds of ^ plant which does 
not express the chimeric gene, ajisl 

wherein the plant is wheat, oats, maize, barley, rice, 
sorghum, millet, rye, safflower, .sunflower, soybean, pea, 
bean, lentil, or chickpea. 

29. (Original) The method according to cla Lm 28 wherein the 
promoter sequence is the pea vicilin gene promoter and the 
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plant is a dicotyledonous plant. 

30. (Original) The method according to clalir. 28 wherein the 
aiimollL. u >: .ii^ lUiLlici uumiJi.! . BrQrjiQter SMVi^n<^^ is the pea 
vicilin gene promoter HOgyience and ^h P tr^nsqy^ption 
. ennenr. is . yicilin pep^ transcription 
terminator sequence. 



31. (Canceled) 

32 {Previously presented) The method according to claim 29 
wherein if the plant is pea the content of i atty acids in the 
seeds is decreased. 

33. (Currently Amended) A method of modifyin:} the fatty acid 
composition of seeds of a plant, said meth.:.d comprising 
(i) ^Apiu...^ing in Lin. ^^^q-a of ^^i r i iami^ "--i^q a Pi^'^t 

a chimeric gene that comprises a structural gene 
sequence encoding sunflower seed albamin (SSA) placed 
upstream of a transcription termination sequence and 
operably in connection with a promote l- sequence capable 
of conferring expression on said stru:^tural gene in the 
seeds of said plant wb^r^-in the nuc l. -orido ^-^eguence is . 
g.ynrisssBd in the seeds; BSd 

(ii) determining the fatty acid compositior. of the seeds; and 

(iii) -.. tri-ec L iug a whpr^in the plant ha^^ hafi a modified 
fatty acid composition in the seeds tt>ereof/ as compared 
ro seeds of a plant in which the chijneric gene is not 
expressed, ^pd 

wherein the plant is wheat, oats, maize, barley, rice, 
sorghum, millet, rye, saf flower, sunflow<:r, soybean, pea, 
bean, lentil, or chic)cpea. 

34. (Original) The method according to clai.m 33 wherein the 
promoter sequence is the pea vicilin gene promoter and the 
plant is a dicotyledonous plant. 
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35. (Original) The method according ro claim 33 wherein the 

trteuueix^ Ljuif- ia.Ll.l L" pr pTnnter s^ quQPce is the pea 

vicilin qene promorer sequence and tr^ n f ^pription 
.^^....^ion ^^T— -i-^ " vinilin q.?re transcription 
terminator sequence. 

36. (Canceled) 



37. 



(Previously presented) The method accord:.ng to claim 33 
wherein the fatty acid is selected from the group consisting 
of: myri^Jtic acid, stearic acid, gadole:.c acid, behenic 
acid, ligr^oceric acid, oleic acid, linoleic acid, 
linolenic acid and erucic acid. 

38. (Currently Amended) A method of decrscsing the starch 
content of seeds of a plant, said method comprising: 

(i) e y pi.e.b.bii ' ie) In the acbtJj ul 3^Lti iLc r.rQduqinq xn^q a 
plant a chimeric gene that comprises a structural gene 
sequence encoding sunflower seed albumin (SSA) placed 
upstream of a transcription terirination sequence 
and operably in connection with a promoter sequence 
capable of conferring expression on said structural 
gene in the seeds of said plant ^liart jin the miq;i,eptida 
sa quenc^ . 1-^ expr ^'i'^pH in rhP seeds; and 

(ii) determining the starch content of the seeds; «rcd 
.fitH h^lbiuLliiy ci wherein the plant htavrrng a decreased 

starch content in the seeds thereof, as compared with 
seeds of a plant in which the chimeric gene is not 
expressed, and 

wherein the plant is wheat, oats, ma^ze, barley, rice, 
sorghum, millet, rye, safflower, sunflower, soybean, pea, 
bean, lentil, or chickpea. 

39. (Original) The method according to claljti 38 wherein the 
promoter sequence is the pea vicilin gene promoter and the 
plant is a dicotyledonous plant. 
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40. (Original) The method according to claim 38 wherein the 

gmuox-Lo y^iit^ lui M imn-i-^ pTo^orPr ^POiiencQ i9 the pea 

viciim gene promoter ^^figuence and ihe_iranssriE£ion 
..^H..rl..n s<-T— - "•'^^^i" transcriprion 

terminaror sequence. 

41. (Previously presented) The method according to claim 39 
wherein the plant is a pea plant. 



42 



(Currently Amended) A merhod of modifyim; the amino acid 
composition of seeds of a plant, said method comprising: 
(i) ^^.y^u^jlu^ ill the 3^ o a^ of -itrt jja££gdx ^r.inq ini^Q a plant 
a chimeric gene that comprises a structural gene 
sequence encoding sunflower seed alb.jnin (SSA) placed 
upstream of a transcription termination sequence 
and operably in connecrion with a promoter sequence 
capable of conferring expression on said structural gene 
in the seeds of said plant; 
(ii) derermining the amino acid composirion of. the seeds; 

and. 

(ill) s - ^l^ ^L lu^ -a whP^^m the plant her^rrg iias a modified 

amino acid composition in the seeds thereof, as 
compared ro a plant in which the chimeric gene is 
not expressed, ?n<a 

wherein the plant is wheat, oats, maize, barley, 
rice, sorghum, millet, rye, safflower, sunflower, 
soybean, pea, bean, lentil, or chickpea. 

43. (Original) The merhod according to claim 42 wherein the 
promoter sequence is the pea vicilin gen<-, promoter and the 
plant is a dicoryledonous plant. 



44. 



(Original The method according to claim 42 wherein the 
Uiliu c i-lc gcii>^ luiLhui ^umpL-i^-c? prnmQt.ef sequence i . ^ the 
pea vicilin gene promoter sequence and the transcripti^ 
.^^sn.i-ion . ,Pnn<^nc e js a YiCjUn gene transcription 
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terminator sequence. 

45. (Previously presented) The method according to claiia 43 
wherein the plant ' is pea or chickpea. 

46 (Original) The method according to claim 45 wherein the. 
proportion of arginine relative to other amino acids is 
increased. 

47 (Currently Amended) A method of increasing or decreasing 
the fibre content of seeds of a plant, said method 
comprising: 

(J.) eApiu-.>,iny 111 Uiu ju.ua& ul said .ijr 1-ror l v<7l,nq into a 
plant a chimeric gene that comprises a structural gene 
sequence encoding sunflower seed albumin (SSA) placed 
upstream of a transcription terminal.ion sequence and 
operably in connection with a promoter sequence capable 
of conferring expression on said structural gene in the 
seeds of said plant ^.^.^^ain the nucle^rldP sequence 1^ 
i^vpressed thft seeds; ^nd 

(ii) determining the fibre content of the seeds; 

(lii) sBl c uLing a w^^.rein the plant brmrc an increased 

or a decreased content of fibre in the seeds thereof, 
as compared with seeds of a plam: which does not 
expre-ss said chimeric gene, and 

wherein the plant is wheat, oats, meiize, barley, rice, 
sorghum, millet, rye, safflower, sunflower, rsoybean, pea, bean, 
lentil, or chickpea. 

48. (Original) The method according to claim 47 wherein the 
promoter sequence is the pea vicilin geno promoter and the 
plant is a dicotyledonous plant. 

49. (Original) The method according to claim 47 wherein the 
Ui.Lmoi.xo gi^uL f ull hi- V c^ompriinrs promftter :-:eq^A6nce the pea 
vicilin gene promoter a^guence. and rh^ r ransr,r1p1;ipp 
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^o^in^i-.ion sequence is ^ vicilin qer^ transcription 

terminaroi: sequence . 

50. (Canceled) 

51. (Previously presented) The method according to claim 48 
wherein if the plant is a pea plant the co)-itent of fibre in 
the seed is increased. 

52. (Currenrly Amended) A method of modiiiying the fibre 
composition of seeds of a plant, said method coitiprising: 

(i) the step of fa;AiJXB3Jlfi9 in th e sceU.. uX said int;fffl<Awg?.nq 
into a plant a chimeric gene that comprises a structural 
gene sequence encoding sunflower sead albumin (SSA) 
placed upstream of a transcription termination 
sequence and operably in connection with a promoter 
sequence capable of conferring expression on said 
strucrural gene in rhe seeds of said plant whegetn the 
nii^leotidP -t^gnpnc^e i expresq«>d in the seedfi; aJQ^ 
(ii) determining the fibre composition of the seeds; and 
(iii) twrl>^c i Ling g r wherein the plant having h&S, a modified 
fibre composition in the seeds cheieof, as compared 
with seeds of a plant in which the chimeric gene is 
not expressed, and 

wherein the plant is wheat, oats, maize, barley, 
rice, sorghum, millet, rye, safflcwer, sunflower, 
soybean, pea, bean, lentil, or chickpea. 

53. (Original) The method according to claim 52 wherein the 
promoter sequence is the pea vicilin geno promoter and rhe 
plant is a dicotyledonous plant. 

54. (Original) The method according to clajm 53 wherein the 
T yhli i' ieilc gi^iiu luithej. uumpxl^^^ p:;QmPtgr _g .equence is the pea 

vicilin gene promoter -'^p guence and jjihe r ranscript;;l,on 

^-^^inatiOP c^or^n^nnft is s vicilin ggDfi transcription 
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terminator sequence. 



55- (Canceled) 

56. (Currently Amended) The method according t.o claim 52 wherein 
the content of soluble non-starch polysa.jcharide, or the 
content of insoluble non-starch polyssiccharide, or the 
content of both in the seed is decreased. 

57. (Currently Amended) The method according tc claim 52 wherein 
the content of lignin in the seed is incre&sed. 

58-63. (Canceled) 

64. (Previously Presented) The method accordiag to any one of 
claims 21, 28, 33, 38, 42, 47, or 52 further comprising the 
first steps of: 

(i) introducing the chimeric gene into a plant cell, tissue, 
organ or whole organism; and 

(ii) regenerating an intact plant therefrom. 

65. (Currently Amended) A transformed plant saving a modified 
content or composition, or content and r.omposition, of a 
metabolite in its seed, wherein the modification is by the 
method according to any one of claims 1, 21, 28, 33, 38, 42, 
47, 52, or 102, or progeny of saixS tiis p:.ant, wherein -said 
rhP. plant or the progeny comprises wL lua.>t uiitf of thu 
giiuiuJ-lt^ gene a chimeric gene comprising a nucleotide 
sequence encoding a sunflower seed albuiain protein in an 
expressible fr^r^^r , ^nd wherein the pL- m r 1? wheat, oats, 

m^i^^.. barley- ricp . sorahum, millet, r^e^ g^fflower ^ 

^iiTiflnweir. !^ftv;bean. pi--^ - bean, lentil, or chickpQa . 



66. (Canceled) 
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67. (Previously presenced) A seed derived from the plant 
according to claim 65 wherein said seed comprises at least 
one copy of the chimeric gene in an expressible format. 



68- (Canceled) 
69. 



(Original) The seed derived from the transformed plant of 
claim 65, wherein the seed has a modified content or 
composition, or content and composition ^f a metabolite, 
wherein the modification is at least one --.f: 

a) increased total protein nitrogen r.ontent; 

b) decreased total starch content; 

c) increased or decreased fatty acid content; 

d) modified fatty acid composition; 

e) increased or decreased fibre content; or 

f) modified fibre composition. 

70-87. (Canceled) 

88. (Currently Amended) The method of claim 1 wherein the total 
protein nitrogen content of the seed is increased. 

89. (Currently Amended) The method of claim 1 wherein the amino 
acid composition of the seed is modified. 

90. (Currently Amended) The method of olaim 1 wherein 
^.Api.»^.bj,i u u u£ i LlL^ u iiiiu ci lL- g e ' uu la Un xn^L^ii^ < ^^ or 
deoJ-Ba-^CJ the fibre content of the seed is increased 
decreased - 

91. (Currently Amended) The method of claim 1 — v-laliu 102 
wherein >..Apx^^olon u£ Lhu. Uila. L !.ric g ene in Lhe seed 
wo Uifies the fibre composition of the sead Is modified . 



92 



(Currently Amended) The method of claim 1 wherein 
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total starch content of the seed j «^ (^^QKff^sed. , 

93. (Currently Amended) The method of c:.aim 1 wherein 
^Apraasiofi ul Lhu Uiliueilu yeiie in thcr -st .eJ XiiL.j..^Ji.a>i.6 or 

• u>dcrcajia - g the total fatty acid content of the seed 
j , ncreased f.r decreased. 

94. (Currently Amended) The method of claim 1 wherein 
eAp^^o-^iuii ul L-l i u LhiaiL.Ll^ eitnc Hi Lh^ .ac^d uiodifiea the 
fatty acid composition of the seed inQdified . 

95. (Canceled) 

96. (Currently Amended) The method of clsi-a 1 wherein the 
chimeric gene further comprises a promotfir sequence which 
confers strong expression at least in the seeds of the 
plant . 

97. (Previously presented) The method according to claim 96 
wherein the promoter is the pea vicilin oromoter. 

98. {Previously presented) The method according to claim 96 
wherein the promoter is the wheat HMW glutenin promoter.. 

99. (Previously presented) The method of cla_m 96 wherein the 
chimeric gene further comprises a transcription terminator 
sequence placed downstream of the sequence encoding SSA. 

100. (Previously presented) The method of claim 99 wherein the 
transcription terminator sequence is the pea vicilin gene 
terminator sequence. 

101. (Currently Amended) The method according to claim 1 ott 
^laiiii 102, wherein the content or composition, or content and 
composition, of more than one metabolite ir the seed of the 

planr is modi-f ied- 
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^2- t ^ u.Li. i^ iiLlv 7uu c nd ^ =;ia) A ui L^ LhuU ul modif yirn j- Llie co ntent ox 

-g ^d ol a plaiiL comprisin g r 

^^AiJj-L,j>5liiy ill Lhu i ^L^ d uI Lhu plaiiL a i^lilui^ric gene 



(i) 

cuuipiisin g- a nucl^duLldc uiic<:'diiiy a sun flower 

bkL; e d alLamlii pi-uLk^in pluci^d uyc:ra brfry — in connection 

y ith — -a prOTtotrt sequence — capable — or5 conferring 

vApi:d;>^lcn in Uhe seecb — and 

-^^CTi jBLciiuini n Lj ;;gl ic Lh^^ th^ u un t^nL or coinpu.i.lLlon, or 

L^unrent a -rt U compoi>lLiuu, ul u ui c L^b^llL.^ iu Lhe 3 CL. d 
of — tUbt plaiiL 1^ mudlj:i<c,a ^^uii ' [p^ rx ^=?d Lu LliaL of a 

jjlaiiL in whl^:^li the chim>j;ric q<i n rr '-. .:^ ii c L b^Apre^^cd 
wherein — Llic plant — ±r^ — wheat, — crcrirrr — uiAize, — bai'l'^y, 

■ xlue, — suL - i^hom, — nr illtcjL, — ryts^ ^allluwcr, — sunflow&rr 

soybean , ^j^a r bean-/ — lentil/ — en.- uhlcKpiffa. 



103. (Currently Amended) A method of increasing the rotal prorein 
nitrogen content of isoeds of a plant, said method comprising; 

(i) t=rxpj.e5&ing — rn — Lhe seeds — of — tte j'tnt roducjuQ in^Q ^ 
plant a chimeric gene comprising a nucleotide sequence 
encoding a ^ sunflower seed albumiri protein placed 
operably in connection with a promoter sequence 
capable of conferring expression In said seeds, said 
nucleotide sequence also position€:d upstream of a 
transcription termination sequence w^Q^^jn — _ the 
nucleotid<^ sequence is express ed in the seed; and 
(ii) determining whether rhe content of total protein 
nitrogen in the seeds of the plant is increased as 
compared to that of a plant in which the chimeric gene 
is nor expressed, 

wherein the plant is wheat, oats, maize, barley r rice, 
sorghum, millet, rye, saf flower, sunflcw.-r, soybean, pea, 
bean, lentil/ or chickpea. 

104, (Currently Amended) A method of increasing or decreasing rhe 
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fatty acid content of seeds of a plant, said method comprising: 
^Apj-e^^lii Sj in th^ ^^cdJj o£ g gTrf inrro4^g,i^q i"to a 
plant a chimeric gene that comprises c\ structural gene 
sequence encoding sunflower seed albvcain (SSA) placed 
upstream of a transcription termination sequence and 
operably in connection with a promoter sequence capable 
of conferring expression on said structural gene in 
the seeds L /herein t h e nucleotide seaU'^nce is expressed 
^r^ t^liG seeds; and 
(ii) determining whether the content of a fatty acid in the 
seeds of the plant is increased or decreased as 
compared to that of a plant in which Uhe chimeric gene 
is not expressed, 
wherein the plant is wheat, oats, maize, barley, 

rice, sorghiom, miller, rye, saf flower, sur flower, soybean, 

pea, bean, lentil, or chickpea. 

105. (Currently Amended) A method of modifying the fatty acid 
composition of seeds of a plant, said method comprising: 

(i) bfj^jji>=!.b^lii g lii Lher^bibid& of said Introducing into a. plant 
a chimeric gene that comprises a structural gene 
sequence encoding sunflower seed alfc'Jimin (SSA) placed 
upstream of a transcription termination sequence and 
operably in connection with a promoter sequence 
capable of conferring expression o-i said structural 
gene in the seeds of said plant wherein the nuc;i,^ftt; A^^i^e 
sequence is expressed in the seeds; and 
(ii) determining whether the fatty acid composition of the 
seeds of the plant is modified as compared to that of 
a plant in which the chimeric gene .i.s not expressed, 
wherein the plant is wheat, oats, mawze, barley, rice, 
sorghum, millet, rye, safflower, sunflow-r, soybean, pea, 
bean, lenril, or chickpea. 

106. (Currently Amended) A method of decreasing the starch 
content of seeds of a plant, said method comprising: 
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(i) t!Api.es.bing in tU^ s^^di^ o £ aaid iot rndi^pj^nq into a 
plant a chimeric gene that comprises n structural gene 
sequence encoding sunflower seed alb\;(n±n (SSA) placed 
upstream o£ a transcription terminarion sequence and 
oper,ably in connection with a pr-imoter sequence 
capable of conferring expression on said structural 
gene in the seeds of said plant w hftre:.^^ thft nucleotide 
sequence is expressed i n the seeds; .and 

(ii) determining whether the starch content of the seeds of 
the plant is decreased as compared to that of a plant 
in which the chimeric gene is not expressed, 
wherein the plant is wheat, oats, m&ise, barley, rice, 

sorghum, millet, rye, saf flower, sunflower, soybean, pea, 

bean, lentil, or chickpea. 

107. (Currently Amended) A method of modifying the amino acid 
composition of seeds of a plant, said method conprising: 

(i) aApi.»=!.i..bliiLj iii Lite samiis af a& idi introducing into a plant 
a ch.-imeric gene that comprises a structural gene 
sequence encoding sunflower seed alfciamin (SSA) placed 
upstream of a transcription termir.aiion sequence and 
operably in connection with a promoter sequence 
capable of conferring expression on said 
structural gene in the seeds of said plant; and 

(ii) determining whether the amino acid composition of the 
seeds of the plant. is modified as compared to that of 
a plant in which the chimeric gene :.s not expressed, 
wherein the plant is wheat, oats, maize, barley, rice, 

sorghum, millet, rye, saf flower, sunflow.=.r, soybean, pea, 
bean, lentil, or chickpea. 

108. (Currently Amended) A method of increasing or decreasing the 
fibre content of seeds of a plant, said method comprising: 

(i) c !i / .p .LfaiJ3iiiy In LLio afa f faid-H ul J^ald iiv&rait^}cinq into ^ plant 
a chimeric gene that comprises £. structural gene 
sequence encoding sunflower seed ar.-jumin (SSA) placed 
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upsrream of a transcription termination sequence and 
operably in connection with a promoter sequence capable 
of conferring expression on said structural gene in the 
seeds of Sfiid plant whar^in the nucl e otide seque?nce Xs 
ex pressed in the seeds; and 
(ii) determining whether the fibre content, of the seeds of 
the plant is increased or decreased as compared to that 
of a plant in which the chimeric genes Ls not expressed, 
wherein the plant is wheat, oats, maine, barley, rice, 

sorghum, millet, rye, saf flower, sunflower, soybean, pea, 

bean, lentil, or chickpea. 

109. (Currenrly Amended) A method of modifying the fibre 
composition of seeds of a plant, said method comprising: 

(i) wApxc5:>liiy in Lhe im^^^s of Juid i ntrpd-igj^ng in%<? a plant 
a chimeric gene that comprises a structural gene 
sequence encoding sunflower seed albumin (SSA) placed 
upstream of a transcription terminar.ion sequence and 
operably in connection with a promoter sequence 
capable of conferring expression on said structural 
gene in the seeds of said plant where jn T.hg nucleotjda 
j ^^quence is exp ressed in the seeds; and 
(ii) determining whether the fibre composition of the seeds 
of the plant is modified as compa::ed to that of a 
plant in which the chimeric gene is not expressed, 
wherein the plant is wheat, oats, mar.ze, barley, rice, 

sorghum, millet, rye, safflower, sunflower, soybean, pea, 

bean, lentil, or chickpea. 



110. (Currently Amended) The method according to claim 1, wherein 
the total prota-in nitrogen content of the sued of the plant is 
increased by at least 10%. 

111. (Canceled) 

■lrl2. (CuJ-J-^iiLly ?uLiendfa!d) Ttwr - uiv^jLhod ■ziuouj.ainy Lj k,laii u 1, iMlieroin 
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deL^nsased by at l^^^^L 5» t 

113. (CuLi ' gjntly - Amend e d) Ihe meUiod «ac>^uiaiiig clai m 1, v>vfhei-'ein 
Lhc LuLJil ^Lai U i uuncfent o£ thsi seed ul lIiu plj -i i - L Ijb ij e duced by 
uL least 10"o- 

4.14, (Curxui ' itXy Aiuended) The meLliod accuxdincj i:c ulciiim 1. wlxerci n 

Lhc LuLul — fdLtj aula i^onLtfiiL of — Lhc ^ uu d ^ r^ — H'le plcint is 

lncrea5vi;d or de c .reaa e J hy at least 5^» 7- 

115, (CuJ.i.>diiLlv ^- Ai i L^r j ded) The meLliua according rrt:- claim 1, wherein 
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